(ii) Hemiptera a mesophyll, phloem and xylem feeders are combined in a category of 'sapsucker' for the complete dataset but analysed separately for the herbivore dataset. a Sites: control (C), warm 1 (W1) and warm 2 (W2); degrees of freedom (df), F-Statistic (F) and p-value (p) overall and for pairwise comparisons between sites. Table S3 : Number of Coleoptera and Hemiptera morphospecies collected from each plant species at three sites, feeding guilds included. Superscript numbers ( 1,2 ) show numbers of co-occurring morphospecies among sites and congeneric plant species (Conge), subscript ( 1,2 ) among congeners and warm sites; Number of morphospecies collected from transplants at all three sites (# Msp). Figure S1 : Community composition for Fabaceae species at all transplant sites. nMDS plots show community composition for morphospecies from (A) the full dataset and (B) the herbivore dataset, for three transplanted plant species and one congeneric plant species (conge). Figure S2 : Community composition for Myrtaceae species at all transplant sites. nMDS plots show community composition for morphospecies from (A) the full dataset and (B) the herbivore dataset, for three transplanted plant species and two congeneric plant species (conge). Figure S3 : Community composition for Proteaceae species at all transplant sites. nMDS plots show community composition for morphospecies from (A) the full dataset and (B) the herbivore dataset, for two transplanted plant species and one congeneric plant species (conge).
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